Abstract
1 significant morbidity and mortality. Infection with MRSA, compared to methicillin-sensitive 2 Staphylococcus aureus strains, has been associated with higher mortality rates (4,9,10,13), longer 3 lengths of stay in the hospital and higher hospital charges (1, 9, 26, 29) . In recent years the 4 prevalence of community-acquired MRSA has increased in certain segments of the community 5 resulting in admission to hospitals of increasing numbers of patients MRSA-positive at 6 admission who can then spread the organism in the hospital. These findings have increased the 7 need to devise systems that efficiently screen admitted patients to identify those at high-risk for 8 having MRSA and isolating them to prevent subsequent nosocomial spread.
9
Presently a highly contested question is whether to culture all patients for MRSA at 10 hospital admission, a proposition that has been criticized as too expensive (31, 38) . To identify a 11 more cost-effective middle ground, we undertook a quality improvement study in our hospital to 12 identify high-risk groups that could be cultured selectively on admission to detect all admission
13
MRSA patients more efficiently. Commonly, investigators have made a distinction between 14 MRSA colonization and MRSA infection when assessing associated risk factors. Given that our 15 objective was to identify all patients MRSA-positive on admission who potentially could spread more importantly associated with MRSA as part of a group of related risk factors. To look more 1 deeply into the collinearities among the risk factors associated with admission MRSA, we used 2 factor analysis, a technique relatively new to the field of infectious diseases but which has been 3 used effectively in other scientific fields, such as psychiatry and genomics (23,27,32). 4 
5

MATERIALS AND METHODS
6
Subjects and data collection. The study population included patients admitted directly, or 
16
Of the multinomial risk measures, we found significant dose-response relationships for days of 17 prior hospitalization in the past year (p= .016), days previously on antibiotics in the past 6 18 months (p=.005), and years using intravenous drugs (p=.023), with only a marginally significant 19 dose-response for days in jail (p=.100), but no dose-response for age (p=.79) ( Table 3) .
20
Stepwise logistic regression analysis. In the stepwise logistic regression analysis, only six of Table 5 ). The first two 10 variables, prior nursing home stay in the past year (RR=6.18) and history of MRSA (RR= 3.97),
11
were the two strongest variables in the previous seven-variable model ( higher sensitivities (Table 6 ). If all patients answering "yes" to any of the variables in a 23 
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21
Further research of this phenomenon might produce an efficient method for defining the subset 22 of patients to screen for admission MRSA. (HIV), not measured in our study, might explain this residual association.
23
A C C E P T E D
9
Our study found the prevalence of MRSA colonization in our patient population to be 10 8.7%, which is higher than findings of similar studies (19) (20) (21) (22) 25 Any of the 6 measures in Table 4 except age 31-45  80  58  46 Any of the 3 measures in Table 5  83  50  53 Any of the 7 measures in Table 4  90  46 58 ‡Percentage of all admissions that would be assigned to having an admission surveillance culture †Percentage of MRSA-negative admissions that would be assigned to having no admission surveillance culture *Percentage of MRSA-positive admissions that would be assigned to having an admission surveillance culture Factor loadings from principal factor analysis were multiplied by 100 and rounded to the nearest integer. The variables, goes to a tanning salon and rarely takes a bath, did not load strongly on any of the eight factors.
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